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Beyond the PCR technology,
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2X qPCR Master Mix

[Cat. No. FDQ301-25h]

Contents FDQ301-25h

FastFACT™ 2X qPCR Master Mix

(For Probe) 0.5 md X5ea
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qPCR Mixture & Cycle

qPCR Mixture (Reaction vol.: 20 uQ)

FastFACT™ 2X qPCR Master Mix

Primer F (10 pmole/u)

Primer R (10 pmole/ug)
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