Bst DNA Polymerase,
Large Fragment

[Cat. No.BP101-16h, BP101-80h]
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BIOFACT promises the progress for your research. BioFACT™ Bst DNA Polymerase, Large Fragment 1,600 units 8,000 units
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Description: BioFACT™ Bst DNA Polymerase, Large Fragment is the portion
of the Bacillus stearothermophilus DNA Polymerase protein that contains
the 5’ — 3’ polymerase activity, but lacks 5’ — 3" exonuclease activity. Bst
DNA polymerase, Large Fragment is prepared from an E.coli strain containing
the Bacillus stearothermophilus DNA polymerase gene, lacking the 5’ — 3’
exonuclease domain.
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Protocol [Typical LAMP Protocol]

1) Add following components for a single 25 uf reaction.

PCR Mixture Vol.25 ) Final Conc.
DNA Template Xud > 10 copies/rxn
10X Bst Reaction Buffer 2.5 1X
Each 10 mM dNTP Mix 4.5 1) each 1.8 mM
FIP/BIP Primer(25X) 1ul 1.6 uM
Loop F/R Primer(25X) 10 0.4 uM
F3/B3 Primer(25X) 1ul 0.2 M
Bst Polymerase, Large Fragment (8 unit/uQ) 1 8 unit/rxn
AddDW to Adjust to final 25 uQ

2) Incubation the following at 65°C for 30 ~ 60 minutes.

Application:

« Loop-mediated isothermal amplification(LAMP)
« Whole genome amplification(WGA)

« Multiple displacement amplification(MDA)

« Ramification amplification(RAM)

« Random-primed DNA labeling

@ NTC (Non-Template Control)
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General Guidelines:

(D A LAMP Primer Mix can be prepared with all 4 or 6(with Loop) primers.
A 25X Primer Mix should contain : 40 uM FIP, 40 uM BIP, 5 uM F3, 5 uM B3,
10 uM LoopF, 10 uM LoopR in TE or water.

(2 Reaction should be setup on ice.

(3 Running a no-template control is strongly recommended to ensure
amplification specificity.

@ If optimization is desired, try titrating Bst DNA Polymerase
(0.04 ~ 0.32 unit/uQ) or changing reaction temperature(50 ~ 68°C)

Quality Control :

« Purity : > 99% on SDS-PAGE
« Endonuclease-free

« Exonuclease-free

«RNase-free

Expiration Date : -20+5°C 22 A| 14 67 &

Please contact us, if you have any question and need help.
T)1670-5695 www.bio-ft.com info@bio-ft.com
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