Application M Tip.

Treatment of 0.1 pg of uracil-containing DNA with 1 unit of UDG for +Using 1 unit of UDG 50 4 reaction mixture
BioFAC 10 minutes at 37°C renders the DNA incapable of being copied by « Using dUTP instead of dTTP
DNA polymerase. « For PCR condition, add the follow step for activation of UDG befor

U raCi I-DNA G chosylase The enzyme can be 95% heat killed by incubation at 95°C for 10 minutes. starting normal step 50°C, 3min
For PCR Diagnosis

PCR Mixture & Cycle (0f| A])

Unit Definition
° ° [Cat.No. UD121-10h] One unit of enzyme catalyzed the degradation of 1 £ single-stranded PCR Mixture (Reaction vol. : 50 /£) Cycle
Uracil-cataining DNA at 37 C in 60 min.
u I c u I e BioFACT™ S-Taq (5 U//4) 025 4
UDG (Uracil-DNA Glycosylase) 144 50 C 3min UDG Walking
Beyond the PCR technology, Contents UD121-10h . 50 omi
BIOFACT promises the progress for your research. Storage Buffer Primer F (10 pmole/4£) 2m G X1
" " 1,000 U Primer R le/id 21l 95 C 20 sec
BioFACT™ Uracil-DNA Glycosylase (1 U//£) (1,000 reaction) 20 mM Tris-HCI (pH 8.0) rimer R (10 pmole//£) Iz o o
& - ~
g '“’?A BIOFACT 50 mM NaCl Template DNA # ‘ X25~40
q(’/&% 1 mM EDTA 10X S-Taq Reaction Buffer 541 72°C 1 min/kb
1 mMDTT each 10 mM dNTP mix(U) Q| 72 il X1
50 pg/mi BSA 5X Band Helper™ o20u 8T =
= EXI|
HE E% (Feature) 50 % Glycerol AddDWto 50 42
« Source : E.coli (K-12 strain)
- Removing Uracil-containing DNA Quality Control Expiration Date : -20+5°C 2.2 A| 214 371/ &
- Elimination of carry-over contamination « Tested for the absence of endo-and exodeoxyribonucleases with 50-fold

SNy
‘ N 5% BIOFACT
excess (50 units / 50 ml reaction) at 37°C for 16 hrs. ) - -
« For PCR diagnosis system ( ) ‘(7,&\?,’ BI1OFACTORY

+ The enzyme s > 99 % pure as determined by SDS-PAGE. .) Please contact us, if you have any question and need help.

T)1670-5695 www.bio-ft.com info@bio-ft.com

2016.04.01 (HEAM 7HHY)

&l 49|A|»§r_ M 2E. M Troubleshooting Guide @ SmearBand

« Genomic DNA / Plasmid DNA / Total RNAE AtZ &t Primer 2] (&) HIO|2TE A2 A| HF checkdl FHIR. 01, Enzyme S check
HEES U AN SRl et et s =2 ASE 2= UL dNTP 45 = Check: (59) 10| 2.2 € dNTP M2 5 = = each 10mMEJLICt, ReactionVol.50 /22 71 2 1.25 Unit S ALZ 101, 3| <5 smear® 212
. HZ0| R57|2+2 AU R LE| 214 374 0|} _ = ReactionVlol.50/44 7| Z= dNTP (each 10mM) 142 £ AtEBHLICH. oS 201D ion8tLICH.
&2l %571 =TEe :_01 g H: I +NTC (Non-Template Control)S 0| 2510 A& 2242 2 S £ 5 Check:ReadionVoL 502 | 125Unit S AL EILICH s EnaymesiE E0UIH reaction LI
+ MO LE2 2I210 k2t HIE 2 AL RS ZR0i2t ol = = Enzyme & o = 02.dNTP 5. check
BEAZO| Zag BEFICY, &elot== sl BandHelper™ S= 2 DNA TR S I Al Final 062X 2 ZESH01 ALBEILICH LongPCRE! S 3 AIZ Al smearE % UBLICK
+ AIBRIO|AREIAIRO |LIEZO |2 OB 2 LA *AE O OhXI2 SOl A = & 2k2 DNA/RNA templateE £ $3.Te|mp:t§:§‘Ecl1+e(;kMRHu .
Z0jl= 0310 TR Q5L Z=CE NTCOll = templateCH &1 RNase / DNase free waterS = Of Low yield or No Band emplateZ dilutiond| ZBHLICH
. o=
Negative control2 AtE& &tCH. 01.dNTP 5.5 check 01.Extension time Check
AT Y 22 2 Y3 HBYDCZI AME Al substrate inhibition 5 8O 2 015/ AR e l’"j% j Ny Sﬁi’fa'gﬂ et el
M ':E‘y §_§7|, o2 =S sl *":‘.Al‘sl' check target DNAZ A4 A 5= Ol 2RI} A48 & QU LICH condition JgEs0lEs smearZ = US .
= om-=aL o8 L0 M = < - check 02. Cycle number check
- B0 SO sEEER EE S A 02.Band Helper cyde 5 ZO0{ A PREILICE,
AFZO0| AAE[HOKO|ZIZEHIS A Template 3 70| [[}2 AL ZF (PCR Cycles)
o 0| HEA| HEE KOS HILOL 22 ZE5| MS 7. « Animal genomic DNA : 50 ng ~ 200 ng ( 30 ~ 35 cycles) 01. Annealing Temperature(AT) check 01. Annealing Temperature(AT) check
= “Tm-(4~6) 0l HEYOZ 8F & } = =
220 HAER SN IR 7, 10ng ~50ng (30~ 40 cycles) IMATX2 ¢ (GHOXA A= (46 0) 0] RS & EXINELP Tr=(AT)X 2+ (GH0) X4, AT=TrmH{4-67) O] AEHIOR 417 =
~ = eEseew Ol PCROI €1 K] & P! ATS 2°C 2201 M BLICH Bl PCRO| €171 PFOB ATE 20 ot 5 0f 18151 C1
« SO /0| AL HIEA| HY HE S AL A, « Bacerial genomic DNA: 10 ng ~ 50 ng (30 ~ 35 cycles) 02. Pre-denaturation 2% 3 A|ZF (H|Z Protocol &%) check -

02.Pre-denaturation 2= % A|Z} (M| Protocol &X)

) 1ng~ 5ng (30 ~40cycles)
ABAE B> + Plasmid and Lamda DNA : 1 ng ~ 5 ng (30 ~ 40 cycles)

03. Extension time Check
BN O 2 05~1 min/kb2 & &. T, Pfu= 1~2min/kb)

- RE7I310| 2Lt HEC| AFBS 2SIt @ Non-Snecific Band
= = lon-Specinc Bant
- YE S 4R Y2|D 20/ S U AL, 01. Primer degradation check ?
20| {512 £ Qoo 2 Zo5irt, template Primer dilution== 4 C 0fl Al 2012 £ 2t Al 236l &/ 01 PCROIl S &FS
& 20| Mk 2 FOfRICE .P = = UASLICHL M2 dilutionSt HLE MIZGHA AFZELICEH 01. Annealing Temperature(AT) & 3= 0 PCREICL.
WOSH A, UM B25l0] HI AFRSIEE SHC} Primer
=o' ST, 2= T = AMS =< 02. Starting template check 02.Band Helper™ & H7}8tC}
B o i 3 . Ban per™ & E7FetC},
o 222 Wal 2 £M0| 2t HH5] 51010} 51, 7| E Check BRI ETNU SEIH RS B2, qualiy )} S B2 03. Hot Start Enzyme S ALS 5101 pCRE FISIBIC}
P — st SHOHLME + ASLICH M prepii LA ZS SEILICH -Hot Start Enzyme= =Eeet
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