2X Taq PCR Master Mix 2

[Cat. No. ST302-50h(with dye), ST307-50h(w/o dye)]

Quick Guide

Contents ST302-50h ST307-50h
Beyond the PCR technology, 2X Taq PCR Master Mix 2 1md x5ea 1m) x5ea
BIOFACT promises the progress for your research. (w/o Band Helper™) (with dye) (w/o dye)
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HE 52 (Feature)
« Source : Thermus aquaticus
«5'— 3'exonuclease activity : Yes
« 3'— 5'exonuclease activity (fidelity) : No
« Amplification size : < 5 kb PCR
« Hot start activity : No
«Atailing : Yes
«Errorrate:12-13 bp error/ 10° bp
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PCR Mixture & Cycle

PCR Mixture ReactionVVol.200  Reaction Vol. 50 u
2X Taq PCR Master Mix 2 10 ud 25 uf
Primer F (10 pmole/uQ) 1 ul 210
Primer R (10 pmole/u0) 10 240
Template DNA - U0 -ul
Add D.W to 20 50 ud

Cycle*
[2-Step cycling protocol] [3-Step cycling protocol]
95C 2min
95°C 2min X1 R
B 95°C 20 sec
95°C 20 sec
AT 20-40sec X25~40
Gl & 1 min/kb Xemo
Extension 72°C 1 min/kb
72°C 5 min X1 72°C 5min X1
8T ] 8C o

(Template <200 ng)

5XBand Helper™ : PCR £Z& AdditivesZ High G+C contents fE=
secondary structure 2 A templateQ| SZ0|| 0§ SutAQIL|CtH |
(Et, Fidelity?|[ 50| U= PCRenzyme AF2 Al0fl= mutation2| Q30| U2 4

glooz ziAyol ABS HIFLICH ) xHe 7o

M Troubleshooting Guide

() Hl0|QBE AR A| 212 chedd ZHI2.
dNTPSE Check: ()HIO|QHE  dNTPMixQ| === each 10mML|Ct.
ReactionVol. 5010 7 |& dNTP (each 10mM) 10 £ AFSSHIC .
Enzyme5E Check:ReactionVol.50u0 7 |2 125 Unit2 AFSEHLICH .
BandHelper™ Sk 2 :DNATLZZIQl 24| Al Final OX~2X 2 Z2I510{ AMSHLICE .

@ Lowyield or No Band

01.dNTP S check

SR M0t 23t AR Al substrate inhibition 2802 QI3
check target DNAS M45H= O 247 Lz 4 l&Lict .

02.Band Helper™ - 0X ~2X &&= ZASLICE .

01. Annealing Temperature(AT) check
Tm=(A+T) X2+ (G+C) X4, AT=Tm-(4~67C) O| AZHO = MY
Ol PCRO| EI%] QOB ATS 2°C L50{ gt Ict .

02. Pre-denaturation 2 4 A|ZF (A1Z Protocol &X)
03. Extension time Check

UHEHO R 05~1 min/kbE A . T, Pfu= 1~2min/kb)

Hoi

01. Primer degradation check

Primer dilution® 4°COJIM 7|2t 22+ A| 23H=/0] PCRO|| Sk
Z4QELICHLAMZ  dilutiondt7LE A|2H610] ALRSH_ICE.

02. Starting template check

HIMEDL 2P S5t Ye A2, quailityt e B
AP S 4 AELICH . MZ prepst7iLt AlBZS SEILICH.

Template
primer
check

5X Band Helper™ Al 6

Reaction mixture m Mix A Mix B
(conc. of 5X Band Helper™) (0X) (0.5X) (1X)
(Zcﬁzg.qg;csz 'I\Sﬂ;rf(tiell-’lmg(erm) (205.5‘;0) »u i
5X Band Helper™ (2 =70}) 0 5u 10 10
Primer F (10 pmole/ug) 210 2 1) 210
Primer R (10 pmole/u0) 20 210 2
Template DNA -l - ud -l
Add D.W to 50 ud 50 ud 50 ud

™ Tip.
PCR48 Al AHR3H= Template®| 28 U 5L, ZZ5t13} ot
target size, primer2| Tm0f| [t2} template@| AFEEF , AT, Extension time,

Taq2| ¥, Cycle 4=, 5X Band Helper™ &g X5 ArEHLIC}H .
3 KbOJe SF Al BioFACT™Lamp TagDNA Polymerase@| A8 HRILICE .

» Tmzt A
Tm =4x(G+Q) +2 x (A+T)
AT=Tm-(4~6C)

Expiration Date : -20+5°C 22 A| 144 671
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.) Please contact us, if you have any question and need help.
‘\ T)1670-5695 www.bio-ft.com info@bio-ft.com
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@ Smear Band

01.Enzyme Sk check
ReactionVol.50 ;i 7|& 125 UnitS AFSHH , AlZ smearZ! 42
Enzyme2 Z04710 reactionSHL|C}.
02.dNTP5E check

check LongPCRY ZHQ ZH| AFR Al smear! 4 QI&LICH .
03.Template S check
TemplateZ dilution5t0{ AFSHLICE .

ST

01. Extension time Check
CR Extension time0| Z{¥A|ZHE

Z A2, target size2C} 71
condition CHHESO0| SAE|0| smearZ 4 Q

=y
& UEH

check 02. Cycle number check
cyde 5 S0IA PCREMLICE.

01. Annealing Temperature(AT) check

Tm=(A+T) X2+ (G+C) X 4, AT=Tm-(4~6TC) O| MEHOZ M 5
Ol PCRO| E[Z| QO ATE 27C 50| IBHSHIC} .

02. Pre-denaturation 2. 2! A|ZH (A|Z Protocol 2t=)

@ Non-SpecificBand

01. Annealing Temperature(AT) £ 0{ PCREILIC} .
Try 02.Band Helper™ & 27f3HLIC} .
03.Hot Start EnzymeS AFZ310{ PCRS ZIHBILICH .
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