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Template DNA - e - e 10X Tagq Reaction Buffer 5 e 5 e 5 e
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B IOFACT ’ ’ ’ 50°C 3min X1 50°C 3min X1 Tag®| &, Cycle &, 5X Band Helper™ &S ZHsf| AF2¢}L|CH,
(I\v *UDGE E =T 0H 5}A10F B L|Ch[Cat. No. UD121-10h] 95°C M 34 95°C 2 min X1
95°C 20 sec 95°C 20sec 5 Kb 0|4} 53 A| BioFACT™Lamp Tag DNA Polymerase@| AF8-2 A &etL|Cf.
HE £7% (Feature) X 25~40
) Anneal& 1 min/kb AT 20-40sec X25~40 » TmZt A
« Source : Thermus aquaticus Buaiden met=e
o 72°C 1 min/kb Tm=4x(G+C) + 2 X (A+T)
+5'— 3'exonuclease activity : Yes o . X1
72°C 5 min o i _ o
. . - N 72°C 5min X1 AT =Tm-(4~6°C)
«3' — 5'exonuclease activity (fidelity) : No 8°C
- Amplification size : < 5 kb PCR I Expiration Date : -20+5°C 22 A| 21 370 €
« Hot start activity : No ‘\v |
- 5XBand Helper™ : PCR 3% & Additives 2 High G+C contents =& g B OFACT
« A-tailing : Yes (’/\ BIOFACTORY
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«Errorrate: 12 - 13 bp error/ 10° bp ‘) Please contact us, if you have any question and need help.
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« NTC (Non-Template Control)2
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Ao OFX| 2} THA|0f| M Z{ 7 22| DNA/RNA templateS 2 Of
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Negative control 2 A& SHCE,

Huarg.

Template £ 7 0] [t2 AL 2 (PCR Cycles)
+ Animal genomic DNA : 50 ng ~ 200 ng ( 25 ~ 35 cycles)
10ng ~50ng (25~40cycles)
« Bacerial genomic DNA: 10 ng ~ 50 ng (25 ~ 35 cycles)
1ng~ 5ng (25~40cycles)
+ Plasmid and Lamda DNA : 1 ng ~ 5 ng (25 ~ 40 cycles)
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() HIO|R2HE AR A| HX| checkdll FHR.

dNTP & Check: (57) HFO| 2 E dNTP Mix2| 5 == each 1omME L|CH
ReactionVol. 502 7| & dNTP (each 10mM) 10 & ARt LI T

Enzyme 5= Check:ReactionVol.50 4 7| & 125 Unit & AFE B LICE

BandHelper™ &= ZH :DNA T2 01 2| A| Final Ox~2X 2 ZHSH0| AL&BILICE

@ Low yield or No Band

01.dNTP & &= check
= Y2 CE D AR Al substrate inhibition 2} 82 2 Q15
check target DNAS M 43t= O 287t L4 g = AELICH

02.Band Helper™ - 0X ~2X &5 & ZETL|CE

01. Annealing Temperature(AT) check
Tm=(A+T) X 2+ (G+0) X4, AT=Tm-(4~6°C) O| AHE O 2 M 5

Of| = PCRO| E|X| 4B ATE 2°C W30 ZISHTHL|CE
02.Pre-denaturation 2= 3! A|Z} (8| Protocol &X)

03. Extension time Check

YA O 2 05~1 min/kbE 7. T, P 1~2min/kb)

01. Primer degradation check

Primer dilution % 4°COIl A 7|2 24 A| 23H %[ Of PCROJ| S-S
Z 4 AUAGLICE MZ dilutiondtALt HIZFSE0] AHSRLICH
02. Starting template check

HEYEZ SYIAL I H2 B2, quailty’t HE B2
EH7H LY 5= AELICE MZ prepdt LT AL - E SEILICE

Template
primer
check

01.Enzyme & = check

ReactionVol. 50 p@ 7| &= 1.25 Unit2 AHESHH, H|Z smearZ! 4 $

Enzyme@S & 04 740 reaction®t L|Ct.
02.dNTP & & check
LongPCRY B2 HH| AL Al smearE 5=

03.Template 5 = check
Template dilutionst0f AHEEHL|CE,

sk

check

QAELICE

01.Extension time Check

PCR Extension timeO| A2t Lt 2 B2, target size 2 Cf 71
condition CHHE0| WA E|Of smearE 4= UZLICH
check 02. Cycle number check

cycle =5 E0|M pcREILICE

01. Annealing Temperature(AT) check
Tm=(A+T) X2+ (G+C) X4, AT=Tm-(4~6°C) O| A= H O 2 M

Oil = PCRO| &/ X| 222 B ATS 2°C R3=0] X‘%"E‘ IC] }.
02.Pre-denaturation 2= 3! A| 7} (K| Protocol &%)

@ Non-SpecificBand

01. Annealing Temperature(AT) = %= 0{ PCRE}L|C}.
Try 02.Band Helper™ & E7}gtL|C
03. Hot Start Enzyme S AH&510{ PCRS ZIBHLICH
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