PCR Mixture & Cycle

B 0 F A CTTM PCR Mixture ReactionVol.2040  Reaction Vol. 50 ;0

BioFACT™ Taq (5 U/ud) 0.1 10 0.25 140

Taq DNA Polymerase R ' 20

Primer R (10 pmole/u) 100 210

[Cat.No. ST111-500, ST111-25h, ST111-50h] Template DNA -1 -u0

10X Taq Reaction Buffer 2.0 10 5ul

. o Contents ST111-500 ST111-25h ST111-50h each 10 mM dNTP mix 0.4 0 110

Qu IC k G u Id e BioFACT™ Tag DNA 500U 500Ux5ea 500Ux10ea oK Bandiclpert oo oo

Polymerase (5 U/uQ) Add D.W to 20 10 50 10

BIOFACT promises thzegg;c::sefszotj rC rher;zlaorgr)wli gzosx rm\;l? nS\ZaccE °!,‘,§ng' 10n0x2ea 10mlx10ea  10mgx20ea Cycle*

[2-Step cycling protocol] [3-Step cycling protocol]

tBlOFACT ) ) 95°C 2min X1

(7 AT HZ EZ (Feature) 95 uc 2 min X1 I —
95°C 20 sec

S :Th i
ource : Thermus aquaticus — o0 A s A=)

«5'— 3' exonuclease activity : Yes nnea i

Y Extension | kD 72°C 1 min/kb

«3'— 5'exonuclease activity (fidelity) : No
« Amplification size : < 5 kb PCR
« Hot start activity : No

72°C 5min X1 72°C 5min X1
8T L 8C
(Template <200 ng)
5XBand Helper™ : PCR &£ & Additives2 High G+C contents LE=
secondary structure 725 2| templateQ| ZZ0]| 0f SatXQULICE .
(Eh, Fidelity?|[50| QM= PCRenzyme AFZ Al0flE mutation®] QIE0| S 4
9loDz HAYO| ABS HIBLICH )

«+Atailing : Yes
«Errorrate: 12-13 bp error/ 10° bp

= otz . .
M FOlArEL. M =8 M Troubleshooting Guide
SHES 2 U= AHOI Ao =5 BICh. - Genomic DNA / Plasmid DNA / Total RNAL AF3H= Primer®] P
HELZ Y HAIAG ROl w2t it sE2 AR8E 4= Ut dANTPISE Check:(F)HIO|QTHE. dNTPMC] (555 each 10mMILIC} .
 AE0| fE7(72 FULRRE] 2374 H0ICt +NTC (Non-Template Control)& 0|8310{ A& &Uiel 2gs Enzyme 55 m%ggobzoggiliihﬁz;ef;l?r:g;‘ﬁlﬁgr”gzmlq '
o AMOIAOf| LER R| 210 I} 231312 Z0)at Stol= : n = nit= .
& MRAOf| LER 2 210l 2t HIE 2 AFBSIZS F et slolslz 2 siCt, BandHelper™35=. 228 :DNATLHO! S A Fnol KX 2 225101 ANGEILICH .
s HE 2SS 51
MBS EE =S o *AIBO| DRA(Zf EAOIA HHZO| DNA/RNA templateS ‘0]
SRABREASOLER SR radeE ZLCt .NTCOl= templateC4l RNase / DNase free waterS 20{ @
e o waters = i
HOO|I= mEI0| SR QE=C} P! - = Lowyield or No Band
Negative control2 AFESIC} .
01.dNTP5E check
OtMZAD U SFR3| 2 sk Z{M2FECE Z30F AR A| substrate inhibition 2H20 2 Q15|
. 5 5E7| W ¥ES Wi} M 271 AbSH, P target DNAS: AJAJGHS Bl 247} 2ayst 4 U&LICH .
- O SOIUE W SE=ER 2 MEA. 02.Band Helper™ - 0X ~2X 55 RABHLICE .
Z20)| U2 AL22F
& Z0|RLERONR|RREIS 7. Template 50| L2 AL (PCR Cycles)
. OjS| AR A HAE OIS |0 22 25 WS A, + Animal genomic DNA : 50 ng ~ 200 ng (25 ~ 35 cycles) 191.A(}:'n:)a)l(i;g1(-zlrge;ﬂ¢(¢nm‘é)m pason s
~ ~ m=(A+ + =Tm- At HE
AF20| AAE|H O 0| ZB2HIS 74, 10ng ~50ng (25~40cycles) Ol PR0) 21| 02081 ATE v r0] ﬂ%'?j_lq 'E
.« EAF0| 9[3{0] QIOL| HITA| A2 242 5 AFREH A, « Bacerial genomic DNA: 10 ng ~ 50 ng (25 ~ 35 cycles) 02.Pre-denaturation 25 2 AlZ} (Y= 121
1ng~ 5ng (25~40cycles) 03. Extension time Check
A8 FolArgh + Plasmid and Lamda DNA: 1 ng ~ 5 ng (25 ~ 40 cycles) UHHOZ  05~1 min/kbE A% . B, Pu= 1~2min/kb)
« RETISH0] 2| HIEL| A S SRSt
« S AES AF Yelu =0|= Y S UEE F2, 01. Primer degradation check
%] 3 oo | Primer dilution 4°COfIA Z7|Zt 22k A 23=(0f PCROl F&e
& SOIBHE + 2252 TRt U = om0t M2 diutonsiZ ALk A510] ARSELICE
LOSHAQ, YHAS L2510] I AFRSIEE 5“1 primer 02, Starting template check
- R22 ol A0l 2t Y2H5] Stojof shd, 7| £ check R W e Ty
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5X Band Helper™ AF2 0]

Reaction mixture Mix | Mix I Mix Il
(conc. of 5X Band Helper™) (0X) (0.5X) (1X)

BioFACT™ Tag (5 U/ud) 0.25 4l 02540 02540
Primer F (10 pmole/uQ) 20 240 20
Primer R (10 pmole/uQ) 210 2u) 20
Template DNA -u0 -0 -u0
10X Taq Reaction Buffer 5u0 5ud 5ud
each 10 mM dNTP mix 1u0 1 ud Tud
5X Band Helper™ 0ud 5ul 10 u
Add D.W to 50 40 50 g 50 40

M Tip.

PCR 48 A| AlR3H= TemplateQ| 25 U 5=, ZE5114} 5H=
target size, primer@| Tm0{| [L}2} template@| AFEZF , AT, Extension time,
TagQ| ¥, Cycle 4=, 5X Band Helper™ &2 X5l AZEHLICE .

3 KbO|A ZZ Al BioFACT™Lamp TagDNA Polymerase@| At2S ZABILICH .

» TmZt A
Tm=4x(G+0) +2x (A+T)
AT=Tm-(4~67C)

Expiration Date : -20+5°C 22 A| 214 370€
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.’ Please contact us, if you have any question and need help.
‘\ T)1670-5695 www.bio-ft.com info@bio-ft.com
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@ Smear Band

01.Enzyme Sk check
ReactionVol.50 4 7|& 1.25 UnitS ASHH , AlZ smearZ! 42
EnzymeFS E0{7HH reactiongHL|C}.
02.dNTP5E. check
check Long PCRY <2 ZA| AFR Al smearZ! 4= U&LICH .
03.Template S check
TemplateZ dilutionsto] AFSEHLICE .

sE

01. Extension time Check

PCR Extension timeO| ZMA[ZEECH Z A, target size2Ct 7!
condition CHHS0| YYE|0f smearE 5= UAFLICH.

check 02. Cycle number check
cyde$=E E0{M PCREILICt.

01. Annealing Temperature(AT) check

XYL Tm=(A+T)X2+(G+O) X4, AT=Tm-(4~6C) O] AEHO= M &
Ol PCRO| =|| Q4O ATE 2°C ‘501 ZIGHGHCE .

02. Pre-denaturation 2. % A|ZH (43 Protocol 2%)

@ Non-SpecificBand

01. Annealing Temperature(AT) & =0 PCREHLIC} .
Try 02.Band Helper™ & #7IILICt .
03. Hot Start EnzymeS AF23510] PCRS ZISEH|Ct .

check
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