Quick Guide

Beyond the PCR technology,
BIOFACT promises the progress for your research.
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H-Star Tag DNA Polymerase
[Cat. No. HS106-250, HS106-10h, HS106-25h, HS106-50h]

Contents HS106-250 HS106-10h  HS106-25h  HS106-50h

BiOFACT™ H-Star TagDNA 550
Polymerase (2.5 U/uf)

250Ux4ea 250Ux10ea 250U x20ea

10X H-Star Taq Reaction Buffer 1.0 m{
(15 mM MgCl2 mixed)

each 10 mM dNTP Mix 0.2md
(dATP, dTTP, dGTP, dCTP)

5X Band Helper™ 1.0 mQ

HE £ (Feature)

« Source : Thermus aquaticus

«5'— 3'exonuclease activity : Yes

-3’ — 5'exonuclease activity (fidelity) : No

« Amplification size: < 1 kb PCR

- Hot start activity : Yes (Chemically-modified Hot start)
« A-tailing : Yes

M 2.
- Genomic DNA / Plasmid DNA / Total RNAE= AF23H= Primer2|
Z20| w2t ChYst =2 AMSE 4 ULt

« NTC (Non-Template Control)& 0|2310{ A 2tZLfe|

il
mjo

Alsio| x|t CHAOlA ZAZFC| DNA/RNA template2 £0]
Lt NTCOfl= templateCH4! RNase / DNase free waters ‘20
Negative control2 AFESIC} .

Template 70| [}E ALEZF (PCR Cycles)
+ Animal genomic DNA : 50 ng ~ 200 ng ( 30 ~ 35 cycles)
10ng ~50ng (30~ 40 cycles)
« Bacerial genomic DNA: 10 ng ~ 50 ng (30 ~ 35 cycles)
1ng~ 5ng (30 ~40cycles)
+ Plasmid and Lamda DNA: 1 ng ~ 5 ng (30 ~ 40 cycles)

-15C
-25C i

1.0m) x4ea 1.0mdx10ea 1.0md x20ea

04mlx2ea 04mdx5ea 04mlxTi0ea

1.0mlx2ea 1.0mlx5ea 1.0mlx10ea

PCR Mixture & Cycle

PCR Mixture ReactionVol.20u)  Reaction Vol. 50 ug
BioFACT™ H-Star Taq (2.5 U/ul) 0.2 ul 0.5
Primer F (10 pmole/u)) 10 240
Primer R (10 pmole/u0) 1ul 2u0
Template DNA - ul - ud
10X H-Star Taq Reaction Buffer 2.0 40 5ul
each 10 mM dNTP mix 0.4 1l 1ul
5X Band Helper™ 0~8 1l 0~20 1
Add D.W to 20 1) 50 ud

Cycle*

[2-Step cycling protocol] [3-Step cycling protocol]

- A 95°C 15 min X1
95°C 20sec 95°C 20 sec

‘ :I X 30~50 AT 20-40sec X30~50
é:tr;zlifn s 72°C 1 min/kb
72°C 5min X1 72°C 5min X1
8T o 8C

(Template <200 ng)
5XBand Helper™ : PCR SZ& AdditivesZ High G+C contents EE=
secondary structure 72Z A| templateQ| ZZ0]| 0§ SarXQULICE .
(T Fidelity?[S0| 4= PCRenzyme AL Al0jli= mutation®| /0| g ==
AooZ A0l MBS BFTILICH )

M Troubleshooting Guide

() HIO|RHE ALZ-A| HA| chedl FHI2.

dNTPSE Check: (3)HIO|QIE  dNTPMixC| S each 10mMYILICE .
ReactionVol. 5040 7 |& dNTP (each 10mM) 110 S AREHLICH .

EnzymeSE Check:ReactionVol. 5040 7|2 125UnitS AFSEHIC} .

BandHelper™ 5= 2 :DNATZOl 22| A| Final OX~2X 2 245101 AFSEHICH .

@ Lowyield or No Band

01.dNTP 5 check
3 ZMYECL 21k AR Al substrate inhibition 2F20 2 QI5f
target DNAS M45t= O 2A|7H LT 4 AFLICH.

02.BandHelper™ - 0X ~2X =& ZHFH|C} .

check

01. Annealing Temperature(AT) check
Tm=(A+T) X2+ (G+O) X 4, AT=Tm-(4~61C) O| AtBHO =2 MY &
Of|= PCRO| EIA| Q42T ATS 2TC S50 IRt .
02.Pre-denaturation 2. 2! A7t (HIZ Protocol 23)

03. Extension time Check

MO R 05~1 minkbZ Y . T, Pir= 1~2min/kb)

01. Primer degradation check
Primer dilutionS 4°COJ|A] 2717 H2t A| 251=[0] PCRO| SakS
Z4QUELICE MR  dilutiondHALE HIR5I0] ALSEILICE

02. Starting template check
check EEMEPE B SETF S2 B qualiyt $2 39
SH7F A 2 QUELICH M prepdiZiLt ARSZE SRILICH.

Template
primer

5X Band Helper™ AF2 0

Reaction mixture Mix | Mix I Mix Il
(conc. of 5X Band Helper™) (0X) (0.5X) (1X)

BioFACT™ H-Star Taqg (2.5 U/ud) 0.5 uQ 0.5 u) 0.5 1l
Primer F (10 pmole/uQ) 20 210 24
Primer R (10 pmole/u0) 210 20 20
Template DNA -0 - - ud
10X H-Star Taq Reaction Buffer 5u0 5u0 5ud
each 10 mM dNTP mix 1 1ul 100
5X Band Helper™ 0ou 5ul 10 ud
Add D.W to 50 ud 50 ud 50 ud

M Tip.

PCR 43 A| AFR3H= Template?| 28 U 5&, 2E511t ot
target size, primer2| Tm0{| (2} templateQ| AF2ZF , AT, Extension time,
Tag2| &, Cycle 4=, 5X Band Helper™ &2 A5l AtSSiLICt .
target gene0i| CH3H £0]40] =OLt, YUt Tag DNA Polymerasedi] H|3H
productivity7} 0{& £ UOOZ cycleS 521 ELHSILIC} .
1KbOJAF ZZ A| BioFACT™ F-Star Tag DNA Polymerase AF2-2 HZIBHLICH .
» Tmat A%
Tm=4x(G+C) + 2 x (A+T)
AT=Tm-(4~6C)
Expiration Date : -20+5°C H2 A| 214 370
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) Please contact us, if you have any question and need help.
‘\ T)1670-5695 www.bio-ft.com info@bio-ft.com

@ Smear Band

2021.04.14 (HHM 7HHY)

01.Enzyme Sk check

ReactionVol.50 40 7|2 1.25 UnitZ AF2SHH , Al% smearl 4<
EnzymeS E0{7HH reactionEIL|Ct.

02.dNTP-5= check

Long PCRY A ZA| AR Al smearE 4= UFLICH .
03.Template S check

TemplateZ dilutionst0{ AFSILICE .

01. Extension time Check

ECR Extension timeO| HHA|ZHECE Z 42, target sizeCt 71
condition CTHHEO| HAMEIO smearE 4 UGLICH.

check 02. Cycle number check
cycle =5 E04A PCREILICE.

01. Annealing Temperature(AT) check

TM=(A+T) X 2+ (G+C) X 4, AT=Tm-(4~6'C) O| AIZHHO 2 M &
Ofl= PCRO| £[2] QM ATE 2C 0] ZIFSILICH .
02.Pre-denaturation 2= % A|Zt (A1 Protocol &%)

25 /AZt

check

Non-Specific Band
01. Annealing Temperature(AT) £ 0| PCREHL|C}.
TRY 02.Band Helper™ & Z7I3HL|Ct.
03.Hot Start EnzymeS Ak3510] PCRS ZI3EHIC}.
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