BioFA PCR Mixture & Cycle M Tip.
3 ==z g

o o - ) PCR =& A| AtESHE Template®| TF A 5=, SE5I0A St
zx Rea I'TI me PCR PrE'M IX ® RCRIMixtlrelReactionlvol 20/i%) target size, primer2| TmO| ({2} template2| AHE &, AT,
Al

. ® . . ol ok A ™OFS X X3
(Including SYBR” Green | in mixture, Low ROX) 2 Real-Time PCR PreMix - Tag®l &, Cycle %, 5X Band Helper™ %S X3}

Primer F (10 pmole/0) 10 AHBSHAl= RealTime PR 7| B Ofl 2L K| B2 QISHI & AMSIFA 2.

, AT, Extension time,
&Lk

[Cat. No. DQ484-096(W), DQ484-096(F), DQ484-096(C)] O —- .

o L
Quick Guide

Contents DQ484-09%(W) DQ484-096(F)  DQ484-096(C) Add D.W to 20 1@ Tm=4x(G+C) + 2 x (A+T)
Beyond the PCR technology, ) AT=Tm-(4~6°C)
BIOFACT promises the progress for your research. 2 Real-Time PCR Pre-Mix 96 Tubes 96 Tubes 96 Tubes Cycle*
(Including SYBR® Green lin mixture) ~ (White Tube)  (Frosted Tube)  (Clear Tube) 4
S [2-Step cycling protocol] [3-Step cycling protocol]
£ “2/4 BIOFACT Y Expiration Date: -20 +5°C 22t A] 114
RO e oFacTory 95°C 15 min 95°C 15 min X1
X1
HE £% (Feature) 95°C 20 sec EoRCR20Eec
« SYBR® Green |2 2 M&tsl1 DIZtE =2 Z 7} Anneal & 0 sec:| X30~50 AT 20-40 sec X30~50
- Mixture L{O|SYBR® Green 10| Z&E|0{ Q0] ZHHBIAH| AL [Bximitem 72°C 0.5-1 min/kb
« Quantification of target DNA using Real-Time PCR (Template <200 ng)

« Hot start activity : Yes (Chemically-modified Hot start)

*QUHHE O 2 BH-Z A|ZH0| B2 2-step cycling protocolS 0| 85t0 PCRES =35,
« High Resolution Melting(HRM)+= 4] o

Z 2 Al 3-step cycling protocol 2 2 £+S & L| Tt 3-step 2712 primer2| TmZ40| SO, B I 0 FACT
= . . = e e % 7
« qPCRE 0| &%t application AL templatel] SE7t R 2 B2, 52 52 SEuSS AEZR S 5'( &
L N Cinasr
« Low ROX Passive Reference Dye included 2-stepZ 0| MEOLA| G2 B0 0|8 LT, 7

.) Please contact us, if you have any question and need help.
‘\ T)1670-5695 www.bio-ft.com info@bio-ft.com

2022.03.24 (B 7Hf

Troubleshooting Guide No Amplification Non-Specificamplification / Primer dimer PCR efficiency below 90 %
g
«Intercalating dye S AHE8t - Amplification curve OtL| 2} Melting curve S £+215H0] 01, Starting template check 01. Primer C trati
= =z ) ) - LS| . ing template ched 01. Annealing Temperature(AT) .Primer Concentration

target gene2|0f| H| £0| M 2 2 ZZEl bandLt primer dimer?| §1=X| £Qls{oFetL|C ! _ ealing lemperature . -

o9 e : o B BEIHR2{Ltquaiity7t 42 B2 50| HX| 02 4 LIk EXIELWP Anvealingtemperature?} 142 LS A2 B SO0[H0l band7} 52 Primer2| &7t 12 £74L =42 4.7 PRE 20| 28
+Real-Time PCR Set up A| conventional PCRZ target gene2| S50 25 HX| &QlgtL|Ct CRA| 2ESIALIAIR 22 S Ristst|c - 2 4 UBLICH ATZ 2°CTA S5 0] E AESALL 2. gradient2 T ASLCLHY s=7F ZYsH0 AL R LICE
+ AHEBHA| = Real-Time PCREHH| 2| 7| Z0f| th2} passive reference dye S XS 5.2 2 K7} Template 02.PCRInhibitor 0| 83}0] 2| X ATS H7detLICh 02.Primer design

PrimerS Aj2 C|X}QISHO] R =gt LT
Real-Time PCR & conventional PCRZ target gene2| amplification
EEETE

=

Template2| purity?t ZX| %2 A2 SE0|LX| A2+ /UE

o, Pz

[E) (=}
LI Template DWO| 81445}0] PCRSH Lt CFA| 25610}
SBILICE

shFAL.

- EEE 2 Q= templateS serial dilutiondt0] primer| 5% 28, X $1 A, H&H0f| CHSt
dynamicrangeS E| 2 EB}LICE

2N 882 90~105%, Standard curve 2 5 E{ Rz value? | >0.98 0| 40| &|0{OF SHL| T},

01.Primer design
Melting curve / 7| B2 Sf HIS01H 2l 42| SE0IRE

01.Primer Concentration Check g‘}ga{q [E\Tf’get genet SEE 5 AL S primers CHA 01.Amplio<on sizeche;kE 2 gesianShe 742 AKFSH|C|
-Standard curve| 0] 12T 099)01 ZPHE R 2ol =, BTt gt HIRELITE Primere] &£ 71 Ui E2iLt 2 A9 PR 20| HaE design3tOf L LIC. Sl mPiconS B0-150bp 7t HI S desnl EAB HTE L,
! 2 QIS L|Ch MA = ot R0 ALR BHL T} . . Size Amplicon2|size?t 225 52 T2 222 20|0{,500bpS
T ME cTie o e os . 02. Primer Concentration XIPSHX| S = S o)
02.Primer design =2 SZ0| primerS AFEZ B2 primer dimer7t ¥ E 5= - eeTmET
PrimerE A2 C|XFRISHO] K43 1L Ct. Primer binding siteCl RAELICE PrimerE serial dilutionS}0] dimerZt Al2HX| = S =5
ZX(GC-rich contents, 2XFAE &) 7t AUS A2 binding siteS Bl B3 T4 euct
(¢ 3 ) g
HZ5L0] M2 primerS designdtDi, 28 O 2 PrimerC| size= )
NTC (Non-Template Control) 17~25bp, 52 size = 80~ 150 bp7} E| == A BHLICE, Extension :X‘t' E"_‘°“;'°"(1;'|";f§"§f'c‘, PCRE20| Zi4 & 4 AT
. ension TimeO| 22 49 20| g2 24 AF
03.Primer degraded Time =AM A N S oy X|SHSH ||
. 01.Primer dimer §-2 2tel PrimerS CHA 3|A317{L} M2 SHA510) AFREILICH ¢ A ExensonTme S SEf SR,
Primer Melting curve Z-2 agarose gel2 2+ 215}0{ primer dimer2|
dimer FRE QIS 2ol F&HS 0| E FR, ChAl set-upBt AL . o

primerE A 2 design®L|Ch. 01. 27| activation Al Zt check PCR efficiency above 105 %

EA} Real-Time PCR Master Mix (Pre-Mix)2| Enzyme chemical-
i © 2 %7 activation A|ZFS 15 min2.
Mz Alorom HAS - . ﬂifiatzd ::)ESéart Tag2 2 £ 7] activation A|7HZ 15min2 2 01.Primer dimer S.2 check

01LMEZ Aoz MY¥ 25/MZH dgsfor gttt 02. Non-Specificband 3% check

02.5H3 %2 clean bench0i| A T1E check 02. Annealing Temperature(AT) Template @RICUYT curveS = %‘9_'5}01 pnlmerdimerEI FPE elstn Zajo| -1s¢

03.UDG System Tm=(A+T) X2+ (G+C) X4, AT=Tm-4~6"0) O| A E o2 MY = / Primer Y32 0|E B2 PRES ChAl setupBtLICE &

Cross-over contamination 2 X| & |3+ UDG SystemO| X8 &l 0j| = PCRO| | X| Q42 B ATE 2°C S320] TlsstL|Ct, 03.Template 2| & = check 25

HEZS AR CE QPCRO| ATE= YHHE © 2 50~ 65°C7} &| =2 A& LT Template2| 5= 5 & OISt A 22 S 2 CHA| =8StL T

5% BIOFACT

brnas




