N [UDG System] PCR Mixture & Cycle M Tip.
BioFA PCR %3 Al A2 3HE Template®] 8 9 55, SE8} 0K} 51 target size,

PCR Mixture (Reaction vol. : 20 ;12) primer2| TmOi| [Lt2} template2| AHE 2, AT, Extension time, Tag2| &, Cycle <,
. . | AT, , , 2
2X Real-Time PCR Master Mix () 5XBand Helper™ %2 23| AHSELICE
(Including SFCgreen® | in mixture, Low ROX) 2X Real-Time PCR Master Mix 1040 Mixture LHO| Intercalating dye7t Z&tE[0f Q002 ek Al 80 LZE[X|
Primer F (10 pmole/p@) 1 e b2 ZOo|ShHL|Ct
[Cat. No. DQ367-40h] Primer R (10 pmole/u) 1pe HH2 X0l Freezing and thawing2 B2 &8S ZAA|Z 4 9128 2 aliquots}ol
4 k G o d Template DNA -0 HEALSHLCE
u |C Ul e Camitatis IDIQEK10R Add DW to 20 2
2X Real-Time PCR Master Mi
) Beyond the PCR technology, <7 Reariime FLR Master M 1m x 4 ea Cycle* Expiration Date: -20+5°C 2 A| 114
BIOFACT promises the progress for your research. (Including SFCgreen® | in mixture, Low ROX) ycle
[2-Step cycling protocol] [3-Step cycling protocol]
Sy
™% BIOFACT E i 50°C 3min X1
& IS = EX| min X1
(N oFaciory HIE &% (Feature) § ;
s 95°C 15min X1 ESR It 3¢
« SFCgreen® | 2 F&tstn QIZtE =2 Z1t
« Low PCR inhibition by fluorescent dye 95°C 20 sec 95°C Asie
« Outstanding photo-stability, Excellent Thermal stability ) :I X30~50 AT 20-40sec | X30~50
« Mixture LHOf| SFCgreen® | dye7} Z&HE| O] QL O] ZHESIA| ALEO| 7Hs: Extension 40se¢ 72°C 0.5-1 min/kb
« Quantification of target DNA using Real-Time PCR (Template <200 ng)
« Hot start activity : Yes (Chemically-modified Hot start)
« Crossover contamination / Carryover contamination 2t X| (UDG System) *YEHH o 2 B A|ZH0| B2 2-step cycling protocol & 0185t0] PCRE +-85t,
« Wavelength similar to SYBR®Green | & EvaGreen™ (Intercalating dye) 28 Al 3-step cycling protocol 2 2 UHS R L EF. 3-step 22 primer2| Tmgt0| 2—\.\-“%“ BIOFACT

p
ALY template] =7t X2 42, 22 22 TEEES M= ER S Soras
2-stepZ 710| HShX| %2 Z20f 0| LTt

« Low ROX Passive Reference Dye included

.) Please contact us, if you have any question and need help.
‘\ T)1670-5695 www.bio-ft.com info@bio-ft.com
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M Troubleshooting Guide @ No Amplification @ Non-Specificamplification / Primer dimer @ PCR efficiency below 90 %

«Intercalating dyeS AHE St -2 Amplification curve# OFL| 2} Melting curve S &+ 21510]

target gene®|Of| H|S0| M 2.2 Sl bandLt primer dimer?} SH=X| 2HISHOFSILICE 01. Starting template check

SEIHRALquality 7t 2 B2 SH0| £[X| & = ASLICE

01.Primer Concentration

01. Annealing Temperature(AT) N
Primer®| =7} R AL X2 R PCRRE0| 28

Annealing temperature” L 2 %S 22 H| S0/ 2l band7} 5

) - " L - A OIALICE MA =& I} XA 23t
-RealTime PCR Setup Al conventional PCRE target gene®| S0/ 2 T SoIgtL|Ch CHA| S5BILEARB RS ol ThgiLict, 2 4 ASLICH ATE 2°CT 0] | AE S 2.5 gradientS AT HY 5271 2SO ABYLIC,
« AH2 SFA|= Real-Time PCREHH| 2| 7| Z0f| L2} passive reference dye S M &= 2 &7t Template 02.PCRInhibitor B OI80I0 2 ATS 2ERLICL :?'Pﬂge;':fésg"xfma}q TassiEL| Cf
ML, Template®| purity?h £X| 2 g SHO|IX| S+ AU RQ;?;rmEe PCRTH convLentionaI PzRETar et 'ene°| amplification
N SR LICk. Template DWO] 81443t 0f PRSI ALt ChA| 25510 OS2 SHoIstLIC ST
- SEE Y1 U= templateS serial dilutionStO] primer2| 5 28, A2, &20j CHE 23St TEmEETT
dynamicrangeS HI2EBHL|CE 01.Primer design
m . i 7| QES S5 H|E0|HO| AH2O| ZE S
£458 2 00105% Standard cuve 2 2E{ Revalue 7} 5098 0| 440 5010 BHLIT, Welingaunve/ E1718SS S U Z0H0 L1201 SEA=S o1 Amolicon size chock
01.Primer Concentration Check igel] Ch =8 Target gene?t SHE £ AEZ primerS CHA| -Amp o 2 gcanBhe S ARFSH
-Standard curve] 0] 1CEITH 099)01 P72 R Q1% 3, ME7HCr gt HlmBtLIck Primer2] 527} LR 7{LF LS 42 R 2 80| g designdt0} g gtLck Gl \mPiconS B0-1500p7t £ S desondlE A BEELT,
2 UELICL A 527t ZFSL ALRSHL|CE 02.Primer Concentration Bizs inlﬁhff;ﬁféeg}s?jgj EESHaEE =0t mbE
- . ZtHR| .
02.Primer design =2 29| primerg AL A2 primer dimer7t @M E 4= e
PrimerS A2 C|XF215}0] h=84 21 L| . Primer binding site0| QL& LICE PrimerE serial dilutionStOd dimer7F At2HX | £ S5
gt lve
T2 (GC-rich contents, 2Xt = )7t AUS A2 binding siteS HAESHS T2 gLt
@ cl ate . HASIO MZ primerE designdtH, 28HH © 2 primer2) sizet= OLE ton Time check
NTC (Non-Template Contro 17~25bp, BZ sizet=80~ 150 bp” | £| £ = AASHL|CH, Extension -Extension Time chec
e B - . ExtensionTimeO| 2 22 PCREE0| A & 4= AUSLICH
03.Primer degraded me Z7 A% Al Extension TimeS =21 Tl etL|Ch
. 01. Primer dimer 35 &1 PrimerS CHAl 3|M8HALE M2 450 AHSSHL T
Primer Melting curve =2 agarose gel2 221510 primer dimer2|
dimer FFE i.*o._lal 20 S 01 B, ChAl set-updt ALt 01..2:7| activation A|ZF check
primerS A2 design®} LI Ct. -==7| activation 12 chec PCR efficiency above 105 %

XtA Real-Time PCR Master Mix (Pre-Mix)2| Enzyme- chemical-
mediated Hot Start Tag2 2 27| activation A|ZHS 15 min2 2
78} of gt L|Ct. (Antibody-mediated Hot start Tag- 2min)

01.Primer dimer 2 check

02. Non-Specificband 35 check

02. Annealing Temperature(AT) Template Melting curveS 2215101 primer dimer2| §-F-& Ztolstn 2
Tm=(A+T) X 2+ (G+C) X4, AT=Tm-(4~6°C) O| A= HO 2 M & Aok 0| & R PCREAS CHA| setuptLICE

Of| &= PCRO| | X| 4B ATE 2°C =320 T stL|Ch, 03.Template 2| 5= check

Template?| & =5 A&} Olst 1 M2 2 M E R ChA| =3t

0LMER Aoz TY=J
02. -2 %2 clean bench0i| A X144

nation 03.UDG System
Cross-over contamination 2 X| £ 9|3} UDG SystemO| = & &l
HNIEg A8 LT

=t
=2

Contami-

/ Primer
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