Quick Guide

Beyond the PCR technology,
BIOFACT promises the progress for your research.
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dNTP Mix (Each 10 mM)

[Cat. No. DN112-10h]

Contents DN112-10h

BioFACT™ dNTP Mix (Each 10 mM) 1ml

Discription

BioFACT™ dNTP Mix contains aqueous solution of dATP, dCTP, dGTP
and dTTP, each at a final concentration of 10 mM.

The Mix offers the possibility to reduce the number ofpipetting steps

and the risk of reaction set up errors.
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Template 50 (2 AF22F (PCR Cycles)
« Animal genomic DNA : 50 ng ~ 200 ng ( 30 ~ 35 cycles)
10ng ~50ng (30~ 40 cycles)
- Bacerial genomic DNA: 10 ng ~ 50 ng (30 ~ 35 cycles)
1ng~ 5ng (30 ~40cycles)
«Plasmid and Lamda DNA : 1 ng ~ 5 ng (30 ~ 40 cycles)
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Feature

« Greater than 99% purity confirmed by HPLC

« Free of Human and E.coli DNA

« Stable after multiple freeze-thaw cycles

« Up to 95% of dNTPs remain in triphosphate form even after
7 weeks at room temperature .

« Up to 90% of dNTPs remain in triphosphate form after 30 cycles
of PCR (1 min at 94°C; 3 min at 72°C)

Application

For use in all molecular biology applications, including PCR, real-time PCR,
high fidelity and long PCR, LAMP-PCR, cDNA synthesis, RT-PCR, RDA, MDA,
DNA labeling, and DNA sequencing.

Quality Control

« Functionally tested in PCR

- Greater than 99% purity of each component confirmed by HPLC
- Free of Endonuclease, exodeoxyribonuclease, ribonuclease

- Free of nicking activities
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dNTP4SE Check:()HI0|2ME  dNTPMix2| 55 each 10mMYULICH .
ReactionVol.50u 7 |5 dNTP (each 10mM) 10 £ AREEHC} .

Enzyme SE Check:ReactionVol.50 40 7|& 125 UnitS ARZSILICE .

BandHelper™SE 2 :DNATZAQ! 2| A| Final 0X~2X 2 225109 ARRSILICE .

@ Lowyield or No Band

01.dNTP5E check
£ AMZFECE Xt AR A| substrate inhibition 2H20 2 I5f
target DNAS &5k= O 2AI7H 2dfg 4 USLICEH .

02.Band Helper™

01. Annealing Temperature(AT) check
Tm=(A+T) X2+ (G+C) X4, AT=Tm-(4~6C) O| AtZHO 2 MY S
ISP Ol PCRO| £I2] 9JOfH ATE 21C 40| REIICH .

check 02. Pre-denaturation 2= % A7t (A= Protocol 22)

03. Extension time Check
UHHO R 05~1 minkbZE A . T, Pfu= 1~2min/kb)

01. Primer degradation check
Primer dilution 4°COl|A| 7|7t E2t A| 23=(0] PCROY| F&kS
E4UAELCEMZ  dilutiondFHLEH2510] ARRSHLICE

02. Starting template check
Check RN b Aty R e v = T
BAHT LY 5 UAEUCH A2 prep°f71Lr AlgZe sUCH.

template
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General Characteristics

dATP

CioH1:NsO12PsNas; MW = 557.2;

Amax=259 nm; e=15.4x10°M"cm™ at pH 7.0;
dCTP

CoH13N3013PsNas; MW = 533.1;

Amax=271 nm; €=9.1x10*M"'cm™ at pH 7.0;
dGTP

CioH13NsO13PsNas; MW = 573.2;

Amax=253 nm; e=13.7x10*M"'cm at pH 7.0;
dTTP

CioH1aN2014PsNas; MW = 548.1;

Amax=267 nm; €=9.6x10*M'cm™at pH 7.0;
duTP

CoH12N2014P3Nas; MW =534.1;

Amax=262 nm; €=9.8x10*M'cm™at pH 7.0;
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.’ Please contact us, if you have any question and need help.
“\ T)1670-5695 www.bio-ft.com info@bio-ft.com
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01.Enzyme Sk check

ReactionVol.50 y 7|2 125 Unit2 AF2SHH |, AHl& smearE A
EnzymeS Z047H reactionBHL|Ct.

02.dNTP S check

LongPCRY Z Z{A| AL Al smearE = QLELICH .
03.Template 5= check

TemplateZ: dilution5t0{ ALSEHLICE .

01. Extension time Check
Extension timeO| ZZA|ZHECE Z AL
HHEO| HHEN smearE 4= UEL

02. Cycle number check
cyce & SO0IA PCRELICE.

,target size2C} 7!
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01. Annealing Temperature(AT) check
TM=(A+T) X2+ (G+C) X 4, AT=Tm-(4~61C) O| AFZR{O2 M 5
Ofl= PCRO| E[2| QO ATE 2°C 501 2 %ﬁ"—ltt .

02. Pre-denaturation 2 ! A|ZH (XIZ Protocol 2%)

@ Non-SpecificBand

01. Annealing Temperature(AT) £ 0] PCRSIL}.
TRY 02.Band Helper™ £ H7I3ICt .
03. Hot Start Enzyme AFR510] PCRE 2I3i5iC} .
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