Quick Guide

Beyond the PCR technology,
BIOFACT promises the progress for your research.
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BioFACT™
dNTP Set(U) (Each 100 mM)

[Cat. No. DN107-40h]

Contents DN107-40h
BioFACT™ 100 mM dATP 1md
BioFACT™ 100 mM dGTP Tmd
BioFACT™ 100 mM dCTP 1ml
BioFACT™ 100 mM dUTP 1md

Discription

BioFACT™ 100 mM dNTP Set consists of four deoxynucleotides (dATP, dCTP, dGTP, dUTP),
each ata concentration of 100 mM. The dNTP set is suitable for use in PCR, sequencing,
fill-in, nick translation, cDNA synthesis, and TdT tailing reactions

« Genomic DNA / Plasmid DNA / Total RNA= AF23H= Primer2|
220 e CUR SE2 ALSE 4 o
olgstol 43 BUel oug

=k}

« NTC (Non-Template Control)&

solsiE2 it

*Alsio] OIS} TAOIA 20| DNA/RNAtemplateS '
ZFL} . NTCOl= templateCH4! RNase / DNase free waterS 2
Negative control2 AFESIC} .

M AR

Template £50]| [t= AF22F (PCR Cycles)

+ Animal genomic DNA : 50 ng ~ 200 ng ( 30 ~ 35 cycles)
10ng ~50ng (30~40cycles)

« Bacerial genomic DNA: 10 ng ~ 50 ng (30 ~ 35 cycles)

1ng~ 5ng (30~40cycles)
+Plasmid and Lamda DNA : 1 ng ~ 5 ng (30 ~ 40 cycles)
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Feature

« Greater than 99% purity confirmed by HPLC

« Free of Human and E.coli DNA

« Stable after multiple freeze-thaw cycles

« Up to 95% of dNTPs remain in triphosphate form even after
7 weeks at room temperature .

« Up to 90% of dNTPs remain in triphosphate form after 30 cycles
of PCR (1 min at 94°C; 3 min at 72°C)

Application

For use in all molecular biology applications, including PCR, real-time PCR,
high fidelity and long PCR, LAMP-PCR, cDNA synthesis, RT-PCR, RDA, MDA,
DNA labeling, and DNA sequencing.

Quality Control

« Functionally tested in PCR

- Greater than 99% purity of each component confirmed by HPLC
- Free of Endonuclease, exodeoxyribonuclease, ribonuclease

- Free of nicking activities

M Troubleshooting Guide
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dNTP5E Check:(3)HIO|2HE  dNTPMix| SE& each 10mMYULICE .
ReactionVol. 500 7|2 dNTP (each 10mM) 140 & ALSBILICH .

Enzyme 5 Check:ReactionVol.5040 7|3 125Unit 2 ARBILICH .

BandHelper"5E 2 :DNATRAQ! 24| A| Final 0X~2X 2 ZA510{ ALZEHCH .

@ Lowyield or No Band

01.dNTP S check
sE AHMFHCE 23 AR A| substrate inhibition 2F20 2 9I5|
PO oroet DNAS 4B O 2A17H SR & UBLICH.
02.Band Helper™

01. Annealing Temperature(AT) check
Tm=(A+T) X2+ (G+C) X4, AT= Tm (4~6C)0| Moz MY
Ofl= PCRO| E[2| QO ATE 2°C 'H50] HIRHSILICE .
02.Pre-denaturation 2 % A|Z (NIE Protocol &%)

03. Extension time Check
MO Z  0.5~1 min/kb2 A . T, Pl 1~2min/kb)

o

01. Primer degradation check
template Primer dilutionE 4°COflA 17|17+ 22k A| £3||0{ PCRO|| F&kS
; Z4QUELICLME  dilutionSEHLE MRG0 ALZBHLICE,
Primer

02. Starting template check
Check BRI ESPIL SE7t He A2 quaiityt $E S

S} SME S USLICE A2 prepsPILt RS S

General Characteristics

dATP

CioH1:NsO12PsNas; MW = 557.2;

Amax=259 nm; e=15.4x10°M"cm™ at pH 7.0;
dCTP

CoH13N3013PsNas; MW = 533.1;
Amax=271nm; €=9.1x10*M"'cm™at pH 7.0;
dGTP

CioH13NsO13PsNas; MW = 573.2;

Amax=253 nm; e=13.7x10*M"'cm at pH 7.0;
dTTP

CioH1aN2014PsNas; MW = 548.1;

Amax=267 nm; €=9.6x10°M'cm™at pH 7.0;
duTP

CoH12N2014P3Nas; MW =534.1;

Amax=262 nm; €=9.8x10*M'cm™at pH 7.0;
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.’ Please contact us, if you have any question and need help.
“\ T)1670-5695 www.bio-ft.com info@bio-ft.com

@ Smear Band
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01.Enzyme Sk check

ReactionVol.50 4 7|& 125 UnitS AFSHH , Al& smearZ AL
EnzymedS S0{7HH reactionBtLC}.

02.dNTP5E check

Long PCRY Z< 2{H| AbE A| smearE = QUELICH .
03.Template S check

TemplateZ dilutiondt0{ AFZSILICE .

01. Extension time Check

ICR Extension timeO| ZZA|ZHECH Z A<, target sizeCH 71
condition CHHEO0| HAE[0] smearE 4= UELICH.

check 02. Cycle number check
cycle$E E0{M PCREMLIC.

01. Annealing Temperature(AT) check

TM=(A+T) X 2+ (G+C) X4, AT=Tm-(4~6'C) O| AFZHOZ M 5
Ofl= PCRO| E|A| FOH ATE 2°C S50 ZIJSHLICE .

02. Pre-denaturation 2. 2! A|ZH (A|Z Protocol Z%)

@ Non-SpecificBand

01. Annealing Temperature(AT) £ 50| PCR3IC}.
02.Band Helper™ £ H7I5H} .
03. Hot Start EnzymeS AF2310] PCRS ZIHSIC .
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