Quick Guide

Beyond the PCR technology,
BIOFACT promises the progress for your research.
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REFACT™
Fast RT Pre-Mix (dT18/dN9 Plus)

[Cat. No. BR558-096]

Contents BR558-096

LyoFACT™ Fast RT Pre-Mix 96 Tube
(dT18/dN9 Plus) (8 Stripx 12 EA)

M HZE3 (Feature)

- Lyophilized Type HlZ2 2, RT 0f 223t 2= ¢&0| 0|2| 255[0]
QL0] Ha|5tH, M Al 2F 7hsd 248

- Oligo dT18, Random Primer(dN9) ZL gt

«Thermostable and RNase H varient of M-MLV RTase(RNase H)

« Synthesize cDNA at 37°C, 15 min

+RNA 22} 25 AH|SH DNASHY 58 24

@ No Amplification

01. Starting template check
ST quality7H 2 B SF0| =X 42 4 UBLICH
LA F2317ALEALB RS 52 A RiRiLICh

Template 02. PCR Inhibitor
Template®| purity?E2| 242 2L SZ0| =|2| 42 4 UELICE
TemplateZ D.WO| 3|A41510§ PCRSIHLE CHA| 510
23 Ik

01. Primer Concentration Check
Primer2| S E7H LR £7{LL LS 249 PCR 580| 24T
& UELICE 1Y SE7H 2 Y510 AFSRLICH

02. Primer design

PrimerS M2 C|A0I510{ Z{4=8RIL|CE. Primer binding site0f|
FZ(GC-rich contents, 22t 5)7t /2 AL binding siteS
HHZA5I0{ M2 primerZ designdHH, LEF2 O 2 Primer| size=
17~25 bp, ZZ size= 80 ~ 150 bp7} E| =2 MAFHL|CE

03. Primer degraded

PrimerE CHA| BIAGHLE A2 BHa5t0] ABRILICE

01. %7| activation A|Zt check
ZFAL Real-Time PCR Master Mix (Pre-Mix)2| Enzyme chemical-
mediated Hot Start Tag@ 2 27| activation A|ZHS 15minQ 2

25 /A7 A5HoF STt (Antibody-mediated Hot start Tag2 2min)
check 02. Annealing Temperature(AT)

Tm=(A+T) X2+ (G+C) X4, AT=Tm-(4~67C) O| AFZHHO 2 MZ &
Ol PCRO| £|2| QO ATE 2°C 501 ZIHBHLICE
QPCRO| ATE= UHIH O 2 50~ 65 C7HE| =2 AT

RT Reaction Method

First-strand cDNA Synthesis ( Reaction vol. 20 y0 )

1. Ice0f|A PCR tube0j] OF2{2+Z0| MixtureE S§+3H|C}.

Total RNA10ng ~ 5 ug
RNA -u0
mRNA 1 ng ~ 0.5 ug

RNase free water to 20 u

2. 37°C 0llM 15 min 2t HHS AIZLICE
3. 857 5 sec?} heatingd}0] RTase Inactivation SHL|Ct.

4. PCR Reaction2 $=3&tL|C}.

@ NTC (Non-Template Control)

01. Primer dimer -5 &9l

Primer Melting curve 2 agarose gelS 221510 primer dimer2|
dimer RS ERIGHL Aol IS 0|2 B CHAl set-updtALE
primer2 M| 2 designgL|Ch.

01 MER Ao = 234
HESOHO. 213
@ 02.HE29H2 clean benchOj|A] 2138

nation 03.UDG System
Cross-over contamination 2| 2[5t UDG SystemO| 2 &l
HES ABEILICE

@ Non-Specific amplification / Primer dimer

01. Annealing Temperature(AT)

205 /A|ZF Annealing temperature? | L4 S AL H|S0| 20l band7t 2=
check 2 4 QELICE ATE 2 CH =0 B AESH LR & gradientS:

0|8510] 212 ATE HYEILICL

01. Primer design

Melting curve / 27| S E-8 E3 H|SO| 20l ArZe| ZZ0jRE
SQIBILICE. Target genet SE& 4= Q=% primerS CHA|
designStO] -RUFIL|CE

02. Primer Concentration

=2 &0 primerE ALY A2 primer dimer7t F&E =
QUELICE PrimerE serial dilutiondt0f dimer7t AlZFA[ =
SESHAESHS 2 SHLCH

=202

™ Tip.
RTE20| ZAE 49002 A B2 54 -20C S QAT

=2
cDNA §H2 PCR 7|7 | EE= Lid-heating0| 7 +53t Heating blockOj|A{

M Storage

« 4+5°C for up to 6 months, or -20+5°C for up to 12 months.
« Store it in an aluminum coated bag and in a dry place.

« Keep the humidity below 65% after opening.

2025.11.03 (HEHA 1Y)

@ PCR efficiency above 105 %

01.Primer dimer §-2 check

02. Non-Specificband 35 check

Template Melting curveS £121510{ primer dimer2| R & &10I5 11 Z1joj|
T2 02 ZRPREUS TIA| setupBiL|Ch.

03.Template 2| S check

Template| S5 AHEQISH L 2R MEZ CHA| SRYFHLICE

/ Primer

@ PCR efficiency below 90 %

01.Primer Concentration
Primer®] SE7HAR &7{LELFE H2 PCR 50| 2AE
£ QMELICH M =7 RASH0] ARSI

02. Primer design

PrimerE M2 CIZ}2I510] A4t

Real-Time PCR  conventional PCRZ target gene2| amplification
HZ 5015 |C},

TEE LY

01. Amplicon size check

Product Amplicon 80~150 bp7} £| =2 designah= 242 HAHEH|CE
Size Amplicon2|size7} 2242 52 SZ 583 H0|H,500bpS

ZfSIA| == FLCh

01.Extension Time check
ExtensionTimeO| &2 A< PCREE0| L4 2 4 U&LICH
22 4 Al Extension Time 2 52 2IY3IL|CE
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